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quality care beyond specialist services at lower level healthcare
facilities.
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Despite national and international efforts, cholera continues to
represent a signiﬁcant public health burden in Asia and Africa,
now back to the Americas. The Initiative against Diarrheal and
Enteric diseases in Africa and Asia (IDEA,www.idea-initiative.info)
is a network of independent, multidisciplinary and multinational
professionals involved in enteric diseases and cholera control and
prevention from20 cholera-prone countries. Considering that joint
efforts will be more effective than individual efforts, IDEA mem-
bers are sharing information and analyzing relevant issues in order
to raise disease awareness and recommend appropriate policies
and measures to improve prevention and control of cholera and
ultimately the elimination of this scourge. Expressing a “bottom-
up” view from “the ﬁeld” through active advocacy towards local
decision and policy-makers is the way to contribute to national
and regional actions. Interdisciplinary, intersectorial and cross-
border approaches allow cross-fertilization through the sharing of
knowledge, experience and practices. It is the best way to design,
initiate and/or support relevant interventions and their effective
and sustained implementation. In January 2014 IDEAsia issued
a documented plea to all national and local policy makers to
increase awareness about the health, social and economic burden
of cholera, to support ongoing international activities towards the
improvement of disease surveillance, case management and the
introduction of oral cholera vaccine. A more comprehensive policy
brief is in progress that will propose concrete actions supporting
integrated and operational strategies at local and regional levels. It
will also advocate for the need for sustained resource allocation to
improve water and sanitation systems as the ultimate goal to elim-
inate cholera from the region. Later in 2014, the fourth meeting of
IDEAfrica will reinforce these messages to African countries.
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Toxigenic Vibrio cholerae belonging to serogroups O1 or O139
are water and food borne pathogens that cause the disease cholera.
The ﬁfth and sixth pandemics of cholera were caused by the clas-
sical biotype while the current seventh pandemic is caused by the
El Tor biotype, which has now completely replaced the classical
biotype. Molecular studies have further deﬁned three new variants
of El Tor V. cholerae O1 associated with cholera. The three variants
are i) the Matlab variants which could not be biotyped by conven-
tional methods since they had a combination of both classical and
El Tor traits, ii) altered El Tor O1 strains which displayed typical
traits of the El Tor biotype but carried the classical CTX prophage
and iii) altered O1 El Tor isolates which harbored ctxB of classi-
cal origin. The altered El Tor variants produce higher quantities
of cholera toxin as compared to the prototype El Tor and classi-
cal biotypes. The current pandemic caused by the El Tor biotype
has shown subtle but distinct changes in the epidemiology and
clinical presentation of the disease and also in the virulence and
molecular traits. There has also been a change in the epidemiol-
ogy of the disease with the burden of disease dominating in the
under 5 year age group particularly in cholera endemic areas of
south east Asia. Another unusual trend recently witnessed is the
protracted nature of cholera outbreaks with high case fatality. Sin-
gle nucleotide polymorphisms in 154 whole-genome sequences of
globally and temporally representative V. cholerae isolates show
that the seventh pandemic has spread from the Bay of Bengal in at
least three independent but overlapping waves, and identiﬁed sev-
eral transcontinental transmission events. From the studies on the
genomes ofV. cholerae, two facts have emerged. One is that variants
of V. cholerae O1 emerge in cholera hyper endemic areas due to the
intense transmission. The other fact is that all the three new waves
of the El Tor variants originated from the Bay of Bengal area. Taken
together, genomic studies point to the adoption of intense cholera
control programs in the cholera endemic Bay of Bengal area as a
strategy to eliminate cholera in these endemic areas and thereby
abort the emergence and spread of cholera over the region and the
globe.
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